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FIGURE 15-1 



TCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACA 

TGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTAAGCG 

GATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGTCAGC 

GGGTGTTGGCGGGTGTCGGGGCTGGCTTAACTATGCGG 

CATCAGAGCAGATTGTACTGAGAGTGCACCATATGCGGT 

GTGAAATACCGCACAGATGCGTAAGGAGAAAATACCGC 

ATCAGGCGCCATTCGCCATTCAGGCTGCGCAACTGTTGG 

GAAGGGCGATCGGTGCGGGCCTCTTCGCTATTACGCCA 

GCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTT 

GGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAA 

CGACGGCCAGTGAATTGCATGCTCAGCTTGGCGTAATCA 

TGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCA 

CAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTA 

AAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAA 

TTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACC 

TGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCG 

GGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTC 

CTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCG 

GCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGT 

TATCCACAGAATCAGGGGATAACGCAGGAAAGAACATG 

TGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAA 

GGCCGCGTTGCTGGCG I I I I I CCATAGGCTCCGCCCCCC 

TGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGT 

GGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTT 

CCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACC 

CTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCG 

G G AAG CGTG G CG CTTTCTC ATAG CTC ACG CTGTAG GTAT 

CTC AGTTCG GTGTAG GTCGTTCG CTCCAAG CTG G G CTGT 

GTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTA 

TCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACAC 

G ACTTATCGC C ACTGG C AG C AG CC ACTG GT AACAG G ATT 

AGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTT 

G AAGTG GTGGCCTAACTACGG CTAC ACTAG AAG G ACAG 

TATTTG GTATCTG C GCTCTG CTG AAG CC AGTT ACCTTCG 

GAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCA 
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CCGCTGGTAGCGGTGG I I I I I I I GTTTGCAAGCAGCAGA 

TTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGA 

TCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACT 

CACGTTAAGGGATTTTGGTCATGAGATTATCAA AAAG GA 

TCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAA 

ATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAG 

TTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGAT 

CTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTC 

GTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGC 

CCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACC 

GGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAG 

GGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTC 

CATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAG 

TAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCAT 

TGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTAT 

GGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGT 

TACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTC 

CTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGC 

AGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTC 

TCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACT 

GGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATG 

CGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGA 

TAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCAT 

CATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGAT 

CTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCG 

TGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGC 

GTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGC 

A A A AA AG G G A AT A AG G GCG ACACG G AA ATGTTG A ATAC 

TCATACTCTTCC I I I I I CAATATTATTGAAGCATTTATCA 

GGGTTATTGTCTCATGAGCGGATACATATTTGAATGTAT 

TTAGAAAAATAAACAAATAGGGGTTCCGCGCACATTTCC 

CCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTAT 
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CATGACATTAACCTATAAAAATAGGCGTATCACGAGGCC 
CTTTCGTC 
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ATGAGTAGGCGTGAAGTAAAAAATCAAA^ATATTTCT 

AGAATTGAAGGAATTAAACCAAATGATGCTTATGTTGCT 

TATGTATGTGTACAATGTAACAATTTGAATATGATAAATA 

TTGGACAAAAATTATTAGATCCAAGAGAGGCTTATGAAA 

CACAAGAATGGAAATGTGAAAGATGTGGATTTTTACATA 

GTAAAAATAATTCATTGTCTTATTCAAACTGGCCAGAAG 

AAAGTAAAAAGAAAGGTTCTATTCCTGTACAAAGATTTT 

GGCAAGCTTTTTTTAGAGTATATACAGAGAATAAAGAAG 

CATATTGGAAACAATGTAATTGTTGTGGAAAAATATTAC 

CA^CCGCATTTAGCAAGCATATTGGTTTTGGCCCTCT 

TGAAAGACAAATGGAATGTAGAGCTTGTAAGGGAGTGA 

TAAATGCATTTTTAAATCCAGAAAGAACAGAAGAT^AAT 

TAAGAGAGTCAAATGTTAGGAGACGTGTTGCCGATTTGT 

TTGTTAAAAMGAAAATAAATCTAAAGATGATGGA^AT 

TAAAGATTTATTTAAACGTTTTGGTTCAAAGTG^AAA 

ACAAAGAAATATCTAAATATTCATGATAGAA^C^GG 

GCTATAGATCATATTTTACCATCAAAATATCTTTATCCTC 

TTACAAAAGAAAATGCTGCACTATTATCTGJAGAAGCTA 

ATTCCAATAAAAGAGATCGTTGGCCTTCAGAATTTTATAC 

AAATAATGAATTAATAGAACTTGCTACAATAACAGGAGC 

TGATTTACAATTATTATCAAATAAAACACCTATTATAAAT 

CCA^^ACTGATGAGGATATAAATGCAGGTATTGAG 

AA^ATTTGTCTGTTCGTGAAAATTCAAACCTTGAGAAGC 

GAGTAGCTGAAATAAAAAAAATCATAATAGACTATCAAT 

TAACGGATAAATTATCGAAAAGCAACAAGAATTTACTTG 

GTTTATCTTAA 



